The data presented in this article are connected to the research article entitled "Expression, purification and biochemical characterization of a family 6 carboxylesterase from Methylococcus capsulatus (bath)" (Soni et al., 2016 [1]). The family 6 carboxylesterases are the smallest and display broad substrate specificity. The 1 kb gene encoding, a family 6 carboxylesterase -R-est6, was amplified from the genome of M. capsulatus (bath strain), and showed in the agarose gel. The corresponding purified protein, after overexpression in Escherichia coli, was biochemically studied in the research article (Soni et al., 2016 [1]). R-est6 has hydrophobic patches on the surface so, it is expected to show oligimeric forms. Here, we have confirmed the presence of oligomers by gel filtration chromatography data and the proteins belonging to the different peaks are shown on a SDS-PAGE.
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& The PCR machine (Fig. 1) and The AKTA purification system (Fig. 2 Gel filtration chromatography establishes the oligomeric quaternary state of R-est6. The reported oligmeric state and buffer conditions would be useful for optimization of the reaction conditions for the immobilization of R-est6.
Data
In Fig. 1 , PCR products after amplification were separated on agarose gel and were compared against 1 kb ladder to confirm the gene size of R-est6. In Fig. 2 , gel filtration chromatogram of R-est6 established the oligomeric state of the purified protein and the molecular weight was ascertained by SDS-PAGE.
Experimental design, materials and methods

PCR amplification of R-est6
The gene encoding R-est6 (NCBI Reference Sequence WP_010959447.1) from Methylococcus capsulatus (ATCC33009D-5) was PCR amplified by using PrimeSTAR HS DNA polymerase (DSS Takara Bio India Pvt. Ltd., New Delhi, India) with following primers: (1) forward primer 5 0 -ATATTATATTcatatgTCGACATTCGAT-CGAGGATTCGCGCGGC-3 0 and (2) reverse primer 5 0 -TATATATTATctcgagCTAGCCCTCGACGATAGGG-AAATCACTGACC-3 0 (restriction sites are in small case). The obtained product was analyzed by 0.8% agarose gel to estimate the size by running the 1 kb ladder.
Size exclusion chromatography of R-est6
The purified R-est6 was analyzed on superdex-75 column that was calibrated with known molecular weight markers to estimate the oligomeric state of the protein [1] . Presence of R-est6 in different peaks was confirmed on SDS-PAGE.
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